
glutathione S-transferase theta 1
family with sequence similarity 3, member B
RAB3A interacting protein rabin3
caspase 3, apoptosis-related cysteine protease
histone H2A.F/Z variant
protein kinase C, iota
protoporphyrinogen oxidase
PTPRF interacting protein, binding protein 2 liprin beta 2
minor histocompatibility antigen HA-8
toll-like receptor 5
TAR HIV RNA binding protein 1
PAX transcription activation domain interacting protein 1 like
transcriptional intermediary factor 1
c-src tyrosine kinase
melanoma ubiquitous mutated protein
protein disulfide isomerase related protein calcium-binding protein, intestinal-related
glutathione S-transferase subunit 13 homolog
centaurin, gamma 3
protein tyrosine phosphatase, receptor type, F
far upstream element FUSE binding protein 1
hypothetical protein H41
MAD, mothers against decapentaplegic homolog 2 Drosophila
MAX interacting protein 1
ribosomal protein L11
transforming growth factor, beta receptor III betaglycan, 300kDa
protein tyrosine phosphatase, receptor type, N polypeptide 2
insulinoma-associated 1
par-6 partitioning defective 6 homolog alpha C.elegans
synaptogyrin 1
phosphatidylserine decarboxylase
carboxylesterase 2 intestine, liver
hypothetical protein from BCRA2 region
protein kinase, lysine deficient 1
polymerase DNA directed, beta
proteasome prosome, macropain 26S subunit, ATPase, 6
RNA binding motif protein 8A
breast cancer 1, early onset
MYST histone acetyltransferase monocytic leukemia 3
LSM1 homolog, U6 small nuclear RNA associated S. cerevisiae
BCL2-associated athanogene 4
glycine amidinotransferase L-arginine:glycine amidinotransferase
protein kinase, cAMP-dependent, catalytic, beta
fatty-acid-Coenzyme A ligase, long-chain 3
erythropoietin receptor
S-adenosylhomocysteine hydrolase-like 1
topoisomerase DNA II beta 180kDa
peroxisome biogenesis factor 1
CBF1 interacting corepressor
retinoblastoma binding protein 8
B/K protein
ring finger protein 10
ATPase, H+ transporting, lysosomal accessory protein 1
cadherin 1, type 1, E-cadherin epithelial
KIAA0182 protein
autocrine motility factor receptor
homeodomain interacting protein kinase 2
PTD012 protein
acyl-Coenzyme A oxidase 2, branched chain
sema domain, immunoglobulin domain Ig, short basic domain, secreted, semaphorin 3B
mutS homolog 3 E. coli
enabled homolog Drosophila
WD repeat domain 26
protein phosphatase 2, regulatory subunit B B56, alpha isoform
ASF1 anti-silencing function 1 homolog A S. cerevisiae
aryl-hydrocarbon receptor nuclear translocator 2
B-factor, properdin
NADH dehydrogenase ubiquinone 1 alpha subcomplex, 7, 14.5kDa
laminin, alpha 3
S-phase kinase-associated protein 1A p19A
tumor susceptibility gene 101
Rho GDP dissociation inhibitor GDI beta
sulfide quinone reductase-like yeast
cyclin H
nuclear receptor interacting protein 1
sialyltransferase
ninjurin 1
prostaglandin E receptor 3 subtype EP3
interleukin 13 receptor, alpha 1
sema domain, immunoglobulin domain Ig, short basic domain, secreted, semaphorin 3C
fucosidase, alpha-L- 1, tissue
GTP-binding protein Sara
biliverdin reductase A
inositol polyphosphate-4-phosphatase, type II, 105kDa
adipose specific 2
phosphatidyl inositol glycan class T
pericentriolar material 1
mucin 1, transmembrane
DAZ associated protein 2
transcription elongation factor A SII-like 1
hypothetical protein FLJ21827
solute carrier family 9 sodium/hydrogen exchanger, isoform 3 regulatory factor 1
keratin 18
programmed cell death 4 neoplastic transformation inhibitor
cyclin G2
v-myb myeloblastosis viral oncogene homolog avian
complement component 4A
fucosyltransferase 8 alpha 1,6 fucosyltransferase
trefoil factor 3 intestinal
basic transcription factor 3
X-box binding protein 1
estrogen receptor 1
GATA binding protein 3
solute carrier family 39 metal ion transporter, member 6
LPS-responsive vesicle trafficking, beach and anchor containing
rabaptin, RAB GTPase binding effector protein 1
J domain containing protein 1
glutathione S-transferase M3 brain
DKFZp564J157 protein
KAISO-like zinc finger protein 1
centrin, EF-hand protein, 3 CDC31 homolog, yeast
sterol regulatory element binding transcription factor 1
immunoglobulin CD79A binding protein 1
kinesin family member 13B
dual specificity phosphatase 4
epoxide hydrolase 2, cytoplasmic
catenin cadherin-associated protein, alpha 1, 102kDa
BUB3 budding uninhibited by benzimidazoles 3 homolog yeast
sal-like 2 Drosophila
zinc finger protein 24 KOX 17
chromosome 9 open reading frame 10
myosin VI
Sac domain-containing inositol phosphatase 3
hypothetical protein FLJ14431
calmegin
insulin-like growth factor binding protein 2, 36kDa
Ras-related GTP binding A
H1 histone family, member 0
fem-1 homolog b C. elegans
lunatic fringe homolog Drosophila
KIAA0251 protein
caspase 7, apoptosis-related cysteine protease
homeo box B6
galactose-4-epimerase, UDP-
RAB3A, member RAS oncogene family
mitogen-activated protein kinase 8 interacting protein 2
KIAA0153 protein
hypothetical protein LOC155060
CD4 antigen p55
fibroblast growth factor 12
microfibrillar-associated protein 2
chromosome 5 open reading frame 13
sarcoglycan, delta 35kDa dystrophin-associated glycoprotein
zinc finger homeodomain 4
syndecan 1
3’-phosphoadenosine 5’-phosphosulfate synthase 2
exostoses multiple 2
hypothetical protein MGC2628
Nedd-4-like ubiquitin-protein ligase
activator of G-protein signaling 3
dual specificity phosphatase 6
electron-transfer-flavoprotein, alpha polypeptide glutaric aciduria II
keratin 13
CD58 antigen, lymphocyte function-associated antigen 3
uncharacterized hypothalamus protein HCDASE
serine/threonine kinase 24 STE20 homolog, yeast
actin related protein 2/3 complex, subunit 1B, 41kDa
membrane-spanning 4-domains, subfamily A, member 1
hypothetical protein DKFZp586C1924
baculoviral IAP repeat-containing 2
STARD3 N-terminal like
KDEL Lys-Asp-Glu-Leu endoplasmic reticulum protein retention receptor 2
osteoclast stimulating factor 1
signal sequence receptor, delta translocon-associated protein delta
FK506 binding protein 11, 19 kDa
bone morphogenetic protein 7 osteogenic protein 1
folate receptor 1 adult
chromosome condensation 1
claudin 4
claudin 3
Yip1 interacting factor homolog S. cerevisiae
TNF receptor-associated factor 4
hypothetical protein FLJ10700
ATP-binding cassette, sub-family C CFTR/MRP, member 3
v-erb-b2 erythroblastic leukemia viral oncogene homolog 2, neuro/glioblastoma derived oncogene homolog avian
growth factor receptor-bound protein 7
non-metastatic cells 2, protein NM23B expressed in
non-metastatic cells 1, protein NM23A expressed in
CGI-48 protein
ATP synthase, H+ transporting, mitochondrial F0 complex, subunit c subunit 9, isoform 1
hypothetical protein FLJ13855
clathrin, heavy polypeptide Hc
H3 histone, family 3B H3.3B
A kinase PRKA anchor protein 1
programmed cell death 5
adenylate kinase 2
isocitrate dehydrogenase 2 NADP+, mitochondrial
solute carrier family 13 sodium-dependent dicarboxylate transporter, member 3
ADP-ribosylation factor-like 6 interacting protein
ADP-ribosylation factor 1
ring-box 1
popeye domain containing 2
CSE1 chromosome segregation 1-like yeast
solute carrier family 25 mitochondrial carrier; adenine nucleotide translocator, member 5
proteasome prosome, macropain subunit, alpha type, 3
small nuclear ribonucleoprotein polypeptide B’’
histidine triad nucleotide binding protein 1
replication protein A3, 14kDa
cytochrome c oxidase subunit Va
programmed cell death 10
NADH dehydrogenase ubiquinone 1 beta subcomplex, 5, 16kDa
cytochrome c-1
thymidylate synthetase
centromere protein E, 312kDa
phosphoglucomutase 1
SRY sex determining region Y-box 9 campomelic dysplasia, autosomal sex-reversal
transcription factor 7-like 2 T-cell specific, HMG-box
tumor protein p53 binding protein, 2
chitinase 3-like 2
GDP dissociation inhibitor 2
DNA cytosine-5--methyltransferase 1
cyclin-dependent kinase inhibitor 2D p19, inhibits CDK4
topoisomerase DNA II binding protein
CD3D antigen, delta polypeptide TiT3 complex
interferon, gamma-inducible protein 30
interferon induced transmembrane protein 1 9-27
interferon-stimulated transcription factor 3, gamma 48kDa
interferon, alpha-inducible protein clone IFI-6-16
interferon, alpha-inducible protein clone IFI-15K
signal transducer and activator of transcription 1, 91kDa
interferon stimulated gene 20kDa
chemokine C-X-C motif ligand 9
caspase 1, apoptosis-related cysteine protease interleukin 1, beta, convertase
N-myc and STAT interactor
v-yes-1 Yamaguchi sarcoma viral related oncogene homolog
superoxide dismutase 2, mitochondrial
HIV-1 Tat interactive protein 2, 30kDa
phosphoribosylglycinamide formyltransferase, phosphoribosylglycinamide synthetase, phosphoribosylaminoimidazole synthetase
ubiquitin carboxyl-terminal esterase L1 ubiquitin thiolesterase
KIAA0173 gene product
chitinase 3-like 1 cartilage glycoprotein-39
fatty acid binding protein 7, brain
cysteine and glycine-rich protein 2
inhibitor of DNA binding 4, dominant negative helix-loop-helix protein
v-kit Hardy-Zuckerman 4 feline sarcoma viral oncogene homolog
secreted frizzled-related protein 1
matrix metalloproteinase 7 matrilysin, uterine
forkhead box C1
chemokine C-X3-C motif ligand 1
nuclear factor I/B
prion protein p27-30 Creutzfeld-Jakob disease, Gerstmann-Strausler-Scheinker syndrome, fatal familial insomnia
cadherin 3, type 1, P-cadherin placental
ceruloplasmin ferroxidase
cellular retinoic acid binding protein 1
pyruvate dehydrogenase lipoamide alpha 1
matrix metalloproteinase 1 interstitial collagenase
preferentially expressed antigen in melanoma
chromosome 10 open reading frame 7
primase, polypeptide 2A, 58kDa
polymyositis/scleroderma autoantigen 1, 75kDa
CDC6 cell division cycle 6 homolog S. cerevisiae
low density lipoprotein receptor-related protein 8, apolipoprotein e receptor
proliferating cell nuclear antigen
chromosome 21 open reading frame 45
centromere protein F, 350/400ka mitosin
Fanconi anemia, complementation group A
BUB1 budding uninhibited by benzimidazoles 1 homolog yeast
v-myb myeloblastosis viral oncogene homolog avian-like 2
cyclin-dependent kinase inhibitor 3 CDK2-associated dual specificity phosphatase
serine/threonine kinase 6
cell division cycle 2, G1 to S and G2 to M
baculoviral IAP repeat-containing 5 survivin
CDC28 protein kinase regulatory subunit 2
pituitary tumor-transforming 1
MAD2 mitotic arrest deficient-like 1 yeast
CDC28 protein kinase regulatory subunit 1B
topoisomerase DNA II alpha 170kDa
replication factor C activator 1 4, 37kDa
chromatin assembly factor 1, subunit B p60
LGN protein
GTP binding protein 4
SFRS protein kinase 1
inositolmyo-1or 4-monophosphatase 2
KIAA0101 gene product
histone deacetylase 2
MCM3 minichromosome maintenance deficient 3 S. cerevisiae
small nuclear ribonucleoprotein D1 polypeptide 16kDa
eukaryotic translation initiation factor 2C, 2
glycyl-tRNA synthetase
Sec61 gamma
HIV-1 Rev binding protein
split hand/foot malformation ectrodactyly type 1
CD38 antigen p45
fibrillarin
Down syndrome critical region gene 1
CCAAT/enhancer binding protein C/EBP, gamma
glutathione S-transferase pi
family with sequence similarity 3, member C
transferrin receptor p90, CD71
integrin, beta 4
CD59 antigen p18-20 antigen identified by monoclonal antibodies 16.3A5, EJ16, EJ30, EL32 and G344
procollagen-lysine, 2-oxoglutarate 5-dioxygenase lysine hydroxylase, Ehlers-Danlos syndrome type VI
golgi apparatus protein 1
NACHT, LRR and PYD containing protein 2
SRY sex determining region Y-box 4
transcription factor 3 E2A immunoglobulin enhancer binding factors E12/E47
Down syndrome critical region gene 1-like 2
methylenetetrahydrofolate dehydrogenase NADP+ dependent, methenyltetrahydrofolate cyclohydrolase, formyltetrahydrofolate synthetase
phytanoyl-CoA hydroxylase Refsum disease
dual-specificity tyrosine-Y-phosphorylation regulated kinase 4
retinoblastoma binding protein 2
repressor of estrogen receptor activity
peptidylprolyl isomerase F cyclophilin F
paternally expressed 10
Fas TNFRSF6-associated via death domain
syntaxin 3A
cystatin E/M
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